Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; disorder in solvent or counterion; R factor = 0.047; wR factor = 0.161; data-toparameter ratio = 12.3.
Related literature
For the versatile conformations of the flexible 1,4-bis(1,2,4-triazol-1-yl-methyl)benzene ligand and related complexes, see: Arion et al. (2003) ; Peng et al. (2004 Peng et al. ( , 2006 ; Meng et al. (2004) ; Li et al. (2005) ; Lin & Dong (2007) ; Ding et al. (2009) .
Experimental
Crystal data [Cu 2 (C 7 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. as to conform the coordination geometries of metal ions. (Arion, et al., 2003; Peng, et al., 2004 Peng, et al., , 2006 Meng, et al., 2004; Li et al., 2005; Lin et al. 2007; Ding, et al. 2009 ) To further understand the coordination behavior of this ligand, we report herein the crystal structure of the title compound,(I).
The asymmetric unit of (I) contains one copper II ,one 2,6-pyridinedicarboxylato, one half btx ligand, one coordination water molecule and one half free water molecule. The copper center is five-coordinated in distorted square-based pyramidal coordination geometry. As show in The dihedral angle between the imidazole and phenyl rings is 70.0 (4)° in same btx ligang. It is noteworthy that there exist strong hydrogen-bonding interaction (table 2) involving the carboxy group oxygen atoms of dipicolinato ligands as well as coordinated and free water molecules,this may further stabilize the crytal structure.
Experimental
A mixture of Cu(NO 3 ) 2 3H 2 O(120.5 mg, 0.5 mmol), 2,6-Pyridinedicarboxylic acid (167 mg, 1 mmol),NaOH(80 mg, 2 mm mol), btx (60 mg, 0.5 mmol) and water (12 ml) was sealed in a 25 ml teflon-lined stainless steel reactor and heated to 413
K for 72 h. The reaction was cooled to room temperature over a period of 24 h. Blue prism crystals of 1 suitable for X-ray difraction analysis were obtained with a yield of 37%(based btx) Refinement H atoms were placed in calculated positions, with C-H = 0.93 or 0.97 Å included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq (parent atom).Water H atoms were located in Fourier difference maps and isotropically.
sup-2 Figures   Fig. 1. Fig. 1 . The part molecular structure of (I), showing displacement ellipsoids at the 30% probability level for atoms [symmetry code: (i) -x, -y + 3, -z) 
